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Figure 1: Drug response networks and differential network analysis. (top) Ethionamide response
network with 58 nodes and 113 edges. (bottom) Differential response network between ethionamide
and isoniacid with 37 nodes and 57 edges. Color codes are according to Figures 2 to 4 in the paper.
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Figure 2: Drug response networks and differential network analysis continued. (top) Thiolactomycin
network with 60 nodes and 113 edges. (bottom) Differential response network between thiolacto-
mycin and isoniacid with 35 nodes and 43 edges. Color codes are according to Figures 2 to 4 in the
paper.

– 2–



Cabusora, Sutton, Fulmer, Forst Supplement to Differential Network Expression

pncA

Rv0075

Rv2294

Rv3329

fabG3

Rv2454c

ahpC

echA8

fadB

fadE10 fadE24

fadE28

glpQ1

glpQ2

lipT

ribA

Rv1464

sahH

adhA

fadB2

adhB

fadA5

fadA6

fadD5

fadD8

kasB

pks15

ahpD

Rv0208c

spoU
ubiE

pknK

dinP

dinX

dnaQ

dnaZX

Rv3644c

fbpA

fbpC2

ltp1

phoP

regX3

Rv0983

Rv1222

Rv1348

menC

Rv3536c

Rv1691

Rv2840c

plsB1

plsB2

ppsA

fadD7

Rv1781c

Rv2000
Rv1945

pckAnrp

recA

uvrA

sigH

pncA

Rv0075

Rv2294

Rv3329

ahpC

echA8

fadE24

glpQ2

lipT

ribA

Rv1464

sahH

fadD5

fadD8

kasB

ahpD

pknK

dinP

dinX

dnaQ

dnaZX

fbpC2

regX3

Rv1222

Rv1348

menC

Rv3536c

Rv1691

Rv2840c

ppsA

fadD7

Rv1781c

pckA

recA
uvrA

sigH

Figure 3: Drug response networks and differential network analysis continued. (top) Cerulenin
response network with 61 nodes and 125 edges. (bottom) Differential response network between
cerulenin and isoniacid with 36 nodes and 51 connections. Color codes are according to Figures 2
to 4 in the paper.
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Figure 4: Drug response networks and differential network analysis continued. (top) Triclosan
response network with 61 nodes and 101 edges. (bottom) Differential response network between
triclosan and isoniacid with 26 nodes and 20 connections. Color codes are according to Figures 2 to
4 in the paper.
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Figure 5: Drug response networks and differential network analysis continued. (top) Chlorpromazine
response network with 67 nodes and 129 edges. (bottom) Differential response network between
chlorpromazine and triclosan with 38 nodes and 44 edges. Color codes are according to Figures 2 to
4 in the paper.
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Figure 6: Drug response networks and differential network analysis continued. (top) Ofloxacin
response network with 61 nodes and 120 edges. (bottom) Differential response network between
ofloxacin and UV radiation (60J for 6h) with 35 nodes and 47 edges. Color codes are according to
Figures 2 to 4 in the paper.
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Table 1: Predicted protein interactions with Z-scores z used in the network (jzj � 2)
Protein 1 Protein 2 Z-Score Protein 1 Protein 2 Z-Score Protein 1 Protein 2 Z-Score
accA1 Rv3534c 0.2110 ctaE ctaD -0.7830 dinG dnaQ -0.4630
dinG Rv2191 -0.6850 echA11 fadB3 -0.8980 echA12 fadB3 0.8720
echA1 fadB2 -1.1430 echA1 fadB3 0.4920 echA2 fadB2 -1.4050
echA2 fadB3 1.9600 echA3 fadB3 -0.2540 echA4 fadB3 0.1460
echA5 fadB3 -0.1750 echA6 fadB3 -0.3700 echA7 fadB3 -0.5730
echA8 fadB3 0.2320 echA9 fadB3 0.1350 fadB2 echA10 0.2260
fadB2 echA11 0.1520 fadB2 echA12 -1.0810 fadB2 echA13 -0.2150
fadB2 echA14 -0.4650 fadB2 echA15 -0.4130 fadB2 echA16 -0.1800
fadB2 echA17 0.1950 fadB2 echA18 0.8410 fadB2 echA19 0.6400
fadB2 echA20 0.8060 fadB2 echA21 0.4970 fadB2 echA3 -0.4370
fadB2 echA4 -0.4520 fadB2 echA5 -1.3420 fadB2 echA6 -0.0350
fadB2 echA7 -1.2850 fadB2 echA8 1.2410 fadB2 echA9 0.8850
fadB2 menB -0.0360 fadB2 Rv1136 -0.3910 fadB3 echA13 -0.5130
fadB3 echA14 -0.7400 fadB3 echA15 0.7420 fadB3 echA16 -0.8980
fadB3 echA17 0.3460 fadB3 echA18 -0.6370 fadB3 echA20 -1.5070
fadB3 echA21 0.4360 fadD10 Rv2182c 0.8810 fadD10 Rv3814c -0.2310
fadD10 Rv3815c 1.7740 fadD10 Rv3816c 0.4380 fadD11 Rv2182c -0.4060
fadD11 Rv3815c 0.5600 fadD11 Rv3816c 1.9580 fadD12 Rv3814c 0.6600
fadD12 Rv3815c 0.4910 fadD12 Rv3816c 0.5590 fadD13 Rv3814c 0.2040
fadD13 Rv3815c -0.2930 fadD13 Rv3816c -0.4820 fadD15 Rv3814c 1.1070
fadD15 Rv3815c 0.4110 fadD15 Rv3816c -0.2660 fadD21 Rv2182c -1.1810
fadD21 Rv3814c 0.0040 fadD21 Rv3815c -0.6730 fadD21 Rv3816c 0.2360
fadD24 Rv2182c -1.1030 fadD24 Rv3814c -0.4640 fadD24 Rv3815c 0.0670
fadD24 Rv3816c -0.3020 fadD25 Rv2182c 0.7030 fadD25 Rv3814c -1.7630
fadD25 Rv3815c 0.6850 fadD25 Rv3816c 1.7950 fadD26 Rv3814c -0.3760
fadD26 Rv3815c -0.7990 fadD26 Rv3816c -1.2630 fadD29 Rv3814c -0.4990
fadD29 Rv3815c 0.9820 fadD29 Rv3816c -0.6600 fadD2 Rv3814c 0.0230
fadD2 Rv3815c -0.7780 fadD2 Rv3816c -0.5360 fadD30 Rv2182c 1.2420
fadD30 Rv3814c -1.4480 fadD30 Rv3815c -1.0360 fadD30 Rv3816c 0.6630
fadD31 Rv3814c 0.9220 fadD31 Rv3815c 0.4380 fadD31 Rv3816c -0.3330
fadD32 Rv3814c 0.7140 fadD32 Rv3815c -1.2510 fadD32 Rv3816c -0.9990
fadD33 Rv2182c 0.3740 fadD33 Rv3814c -1.2470 fadD33 Rv3815c -0.0380
fadD33 Rv3816c -0.6180 fadD35 Rv3814c 0.4510 fadD35 Rv3815c -0.3890
fadD35 Rv3816c 0.1780 fadD36 Rv2182c 0.4910 fadD36 Rv3814c -0.7810
fadD36 Rv3815c -0.1900 fadD36 Rv3816c 0.2180 fadD3 Rv3814c 0.5560
fadD3 Rv3815c -0.0680 fadD3 Rv3816c 1.3180 fadD4 Rv2182c -0.4160
fadD4 Rv3815c -0.3130 fadD4 Rv3816c 0.4660 fadD5 kasB 1.4200
fadD5 mas 0.2630 fadD5 mbtC -0.0860 fadD5 pks12 0.2630
fadD5 pks13 -0.7080 fadD5 pks15 -0.3310 fadD5 pks17 1.3500
fadD5 pks1 0.6770 fadD5 pks2 -0.8780 fadD5 pks3 0.2840
fadD5 pks4 1.2530 fadD5 pks5 0.5590 fadD5 pks6 -0.2460
fadD5 pks7 1.4150 fadD5 pks8 1.2980 fadD5 pks9 -0.0230
fadD5 ppsA -1.1230 fadD5 ppsB -1.4370 fadD5 ppsC -0.0170
fadD5 ppsD 0.7400 fadD5 ppsE -1.6600 fadD5 Rv2182c -0.0090
fadD5 Rv3814c 0.6170 fadD5 Rv3815c 0.8490 fadD5 Rv3816c -0.5040
fadD7 kasB -0.0970 fadD7 mas 1.0670 fadD7 mbtC -0.2450
fadD7 pks12 -0.6270 fadD7 pks13 -0.1610 fadD7 pks15 -0.2190
fadD7 pks17 0.2540 fadD7 pks1 0.9070 fadD7 pks2 0.4800
fadD7 pks3 -0.1200 fadD7 pks4 0.2230 fadD7 pks5 -0.3700
fadD7 pks6 0.4000 fadD7 pks8 -1.4380 fadD7 pks9 0.7200
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Table 2: Continued: Predicted protein interactions with Z-scores z used in the network (jzj � 2)
Protein 1 Protein 2 Z-Score Protein 1 Protein 2 Z-Score Protein 1 Protein 2 Z-Score
fadD7 ppsA 0.6210 fadD7 ppsB -0.7050 fadD7 ppsC 0.2880
fadD7 ppsD -0.2630 fadD7 Rv2182c 0.5670 fadD7 Rv3814c -0.6500
fadD7 Rv3815c -0.3100 fadD7 Rv3816c 0.6000 fadD8 kasB 0.1280
fadD8 mbtC -0.1450 fadD8 pks12 -0.7320 fadD8 pks17 -0.5710
fadD8 pks3 0.1450 fadD8 pks4 -0.0120 fadD8 pks5 -0.5250
fadD8 pks7 0.5770 fadD8 pks8 1.3330 fadD8 pks9 1.3650
fadD8 ppsA 1.4220 fadD8 ppsB -0.7180 fadD8 ppsC -1.3220
fadD8 ppsD 1.5640 fadD8 Rv2182c -0.6570 fadD8 Rv3815c 0.9090
fadD8 Rv3816c 0.4720 fadD9 Rv3814c 0.0710 fadD9 Rv3815c -0.7900
fadD9 Rv3816c -0.9710 lpdB nirA -0.0980 menB fadB3 0.9450
menE Rv2182c 0.6500 menE Rv3814c -0.7190 menE Rv3815c -1.1240
menE Rv3816c -0.2930 nirA gorA -0.3460 nirA Rv2713 0.1160
nrp kasB 0.0060 nrp mbtC 0.9180 nrp pks12 0.3560
nrp pks13 0.9620 nrp pks15 0.6560 nrp pks2 0.1710
nrp pks3 1.9630 nrp pks4 0.2040 nrp pks5 1.2330
nrp pks6 1.7790 nrp pks7 0.6060 nrp pks8 1.1430
nrp ppsA 0.6920 nrp ppsB 0.8700 nrp ppsC -0.9440
nrp ppsD 0.7740 nuoB nuoC 1.2520 nuoC nuoD 0.9790
pks16 Rv2182c -1.2140 pks16 Rv3814c 1.0930 pks16 Rv3815c 1.1580
pks16 Rv3816c 0.4690 pks6 fadD12 1.1910 pks6 fadD14 -1.0430
pks6 fadD19 0.1010 pks6 fadD35 -0.8050 pks6 mbtB -0.1840
pks6 mbtE 1.4300 pks6 mbtF 1.8320 polA Rv2681 0.9900
rocD2 rocD1 -0.8680 Rv0688 nirA 0.9620 Rv1869c nirA 1.3010
Rv2182c fadD13 -0.2240 Rv2182c fadD15 -0.7310 Rv2182c fadD23 0.1180
Rv2182c fadD26 -0.3010 Rv2182c fadD29 -0.6830 Rv2182c fadD32 -1.0640
Rv2182c fadD35 -1.0120 Rv2182c fadD3 -0.1610 Rv2182c fadD9 -0.8860
Rv2879c Rv2880c 1.3080 Rv3814c fadD23 -1.1420 Rv3815c fadD23 0.9260
Rv3816c fadD23 0.5730 trpC trpD 0.9720 –

Table 3: Proteins not used in the network (Z-scores jzj > 2)
Protein 1 Protein 2 Z-Score Protein 1 Protein 2 Z-Score Protein 1 Protein 2 Z-Score
echA10 fadB3 2.8290 echA2 fadB 4.6150 echA4 fadB 5.4130
fadB3 echA19 2.2130 fadB echA7 8.4770 fadB Rv1136 7.6850
fadD11 Rv3814c 2.0650 fadD12 Rv2182c 2.2230 fadD21 fadD19 8.6500
fadD2 Rv2182c 2.3260 fadD31 Rv2182c -2.0950 fadD4 Rv3814c 2.1040
fadD7 pks7 2.0050 fadD7 ppsE 2.4460 fadD8 Rv3814c 3.3170
menB fadB 8.6170 nrp mas 2.8790 nrp pks17 2.6970
nrp pks1 2.3530 nrp pks9 3.1570 pks6 fadD8 2.6430
Rv0818 Rv1626 2.3180 Rv1136 fadB3 2.7400 Rv1668c proV 9.4100
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